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NR1D1 Rabbit mAb [t87X] Cat NO. :A59568
at NO. :

Information:
Applications Reactivity: UniProt ID: MW(kDa) Host Isotype Size
WB IHCICC/IFFC | Human,Mouse,R P20393 58kDa Rabbit 19G 50ul,100ul,200ul
at
Applications detail: Application Dilution
wB 1:1000-2000
IHC 1:100
ICC/IF 1:100
The optimal dilutions should be determined by the end user
Conjugate:
UnConjugate
Form:
Liquid
sensitivity:
Endogenous
Purification:

Affinity-chromatography

Specificity:

Antibody is produced by immunizing animals with A synthesized peptide derived from human NR1D1
Storage buffer and conditions:

Antibody store in 10 mM PBS, 0.5mg/ml BSA, 50% glycerol (buffer) .

Shipped at 4°C. Store at-20°C or -80°C.

Products are valid for one natural year of receipt.Avoid repeated freeze / thaw cycles.

Tissue specificity

Widely expressed. Expressed at high levels in the liver, adipose tissue, skeletal muscle and brain. Also expressed
in endothelial cells (ECs), vascular smooth muscle cells (VSMCs) and macrophages.
Subcellular location:

Nucleus. Cytoplasm. Cell projection, dendrite. Cell projection, dendritic spine.

Function:

Introduction: ws: western Blot IP: Immunoprecipitation IHC: Immunohistochemistry ChIP: Chromatin Immunoprecipitation ICCAF: Immunocytochemistry/
Immunofluorescence F: Flow Cytometry
Cross Reactivity: H: human M: mouse R: rat Hm: hamster Mk: monkey Vir: virus Mi: mink C: chicken Dm D. melanogaster X: Xenopus Z: zebrafish B: bovine

Dg: dog Pg: pig Hr: horse
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Transcriptional repressor which coordinates circadian rhythm and metabolic pathways in a heme-dependent
manner. Integral component of the complex transcription machinery that governs circadian rhythmicity and
forms a critical negative limb of the circadian clock by directly repressing the expression of core clock
components ARTNL/BMAL1, CLOCK and CRY1. Also regulates genes involved in metabolic functions, including
lipid and bile acid metabolism, adipogenesis, gluconeogenesis and the macrophage inflammatory response. Acts
as a receptor for heme which stimulates its interaction with the NCOR1/HDAC3 corepressor complex, enhancing
transcriptional repression. Recognizes two classes of DNA response elements within the promoter of its target
genes and can bind to DNA as either monomers or homodimers, depending on the nature of the response
element. Binds as a monomer to a response element composed of the consensus half-site motif 5'-[A/IG]JGGTCA-3'
preceded by an A/T-rich 5' sequence (RevRE), or as a homodimer to a direct repeat of the core motif spaced by
two nucleotides (RevDR-2). Acts as a potent competitive repressor of ROR alpha (RORA) function and regulates
the levels of its ligand heme by repressing the expression of PPARGC1A, a potent inducer of heme synthesis.
Regulates lipid metabolism by repressing the expression of APOC3 and by influencing the activity of sterol
response element binding proteins (SREBPs),represses INSIG2 which interferes with the proteolytic activation of
SREBPs which in turn govern the rhythmic expression of enzymes with key functions in sterol and fatty acid
synthesis. Regulates gluconeogenesis via repression of GGPC1 and PEPCK and adipocyte differentiation via
repression of PPARG. Regulates glucagon release in pancreatic alpha-cells via the AMPK-NAMPT-SIRT1 pathway
and the proliferation, glucose-induced insulin secretion and expression of key lipogenic genes in pancreatic-beta
cells. Positively regulates bile acid synthesis by increasing hepatic expression of CYP7A1 via repression of
NROB2 and NFIL3 which are negative regulators of CYP7A1. Modulates skeletal muscle oxidative capacity by
regulating mitochondrial biogenesis and autophagy,controls mitochondrial biogenesis and respiration by
interfering with the STK11-PRKAA1/2-SIRT1-PPARGC1A signaling pathway. Represses the expression of
SERPINE1/PAI1, an important modulator of cardiovascular disease and the expression of inflammatory cytokines
and chemokines in macrophages. Represses gene expression at a distance in macrophages by inhibiting the
transcription of enhancer-derived RNAs (eRNAs). Plays a role in the circadian regulation of body temperature
and negatively regulates thermogenic transcriptional programs in brown adipose tissue (BAT),imposes a
circadian oscillation in BAT activity, increasing body temperature when awake and depressing thermogenesis
during sleep. In concert with NR2E3, regulates transcriptional networks critical for photoreceptor development
and

Validation Data:

NR1D1 Rabbit mAb [t87X] Images

2500 Western blot ( SDS PAGE ) analysis of extracts from Hela cell
i lysate.Using NR1D1 Rabbit mAb [t87X]at dilution of 1:1000 incubated at

4°C over night.

View more information on http://naturebios.com

IMPORTANT: For western blots, incubate membrane with diluted primary antibody in 1% w/v Milk, 1X TBST at 4°C overnight.
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